INTERPRETATION TABLE

DRB5 SSP subtyping

Amplification patterns of DRB5*0101 to 0205 alleles

well®
1 2 3 4 5 6 7 8
Length of spec. 255 | 210 | 225 | 100 | 150 | 145 | 150 | 215
PCR product
Length of int. 515 | 515 | 430 | 430 | 515 | 430 | 430 | 430
pos. control®
5'_Drimer(s)2 13 13 13 38 37 38 37 13
S.gTAY | S.gTAY | SgTAY | ACcT® | S-Agg® | S-Acg® | T-AgAY | YgTAT
13 | 13 38 13
S.gTAY | S.gTA% *.ACc ¢* %.g TA®
3'_primer(s)? 85 | 67 | 71 | 57 | 72 | 72 | 72 | 71
-cAAT | fgan’ | fgcc® | fgeg’ | "gcg” | "gcg” | "gCg” | gy’
72 | 74 71
*gcg® | -cag® ¥-g cg®
78
*.cac®
Well No. 1 2 3 4 5 6 7 8
DRB5 allele’
*010101 1 2 3 4 5
*010102 1 2 3 4
*0102 1| 2 | 3 | 6 | 7
*0103 1 2 6 7 8
*0104 1 | 2] 3| 4 | |
*0105 1 2 3 5 6
*0106 | | 4 | | 8
*0107 1 2 3 4 5
*0108N 1 | 2 | 3 | 6 | 7
*0109 1 2 3 4 5
*0110N 1| 2 | 3 | 6 | 7
*0111 1 4 8
0112, DRB1#0907° | 1 | 2 | 3 | | |
*0113 1 2 3 5
*0202 | | | | | 8
*0203 1 8
*0204 2 | | | 8
*0205 3
DRB5 allele’
Well No. 1 2 3 4 5 6 7 8




INTERPRETATION TABLE

DRB5 SSP subtyping

Amplification patterns of DRB5*0101 to 0205 alleles

well®
9 10 11 12 13 14 15 16
175 | 130 | 200 | 185 | 195 | 210 | 240 | 140 Length of spec.
225 PCR product
430 | 430 | 430 | 515 ] 430 | 430 | 430 | 430 Length of int.
pos. control*
13 38 13 37 108 13 13 37 5'_Drimer(5)2
“gTAY | ACT® | SgTA® | ®-AgA® | S-AgA® | YgTAY | PgTAY | SAag A®
58 67 | 67 | 85 | 160 | 70 | 78 | 70 3 _primer(s)?
cct® | YgAT® | "gAT® | Y.cAg® | S-cAT® | So1T¥ | "-cac® | ®.cTg®
74 79
5.cag® ®TgC*
9 10 11 12 13 14 15 16 Well No.
DRBS allele®
*010101
*010102
*0102
*0103
9 *0104
*0105
11 *0106
10 *0107
13 | *0108N
14 *0109
| 15 | *0110N
11 *0111
| 15 0112, DRB1*0907°
9 *0113
11 12 *0202
11 *0203
12 *0204
12 16 *0205
DRBS allele®
9 10 11 12 13 14 15 16 Well No.




	Int. Table

